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The mitochondrial genome of trypanosomes, unlike that of most other eukaryotes, does not appear to encode
any tRNAs. Therefore, mitochondrial tRNAs must be either imported into the organelle or created through a
novel mitochondrial process, such as RNA editing. Trypanosomal tRNAT"", whose gene contains an 11-
nucleotide intron, is present in both the cytosol and the mitochondrion and is encoded by a single-copy nuclear
gene. By site-directed mutagenesis, point mutations were introduced into this tRNA gene, and the mutated gene
was reintroduced into the trypanosomal nuclear genome by DNA transfection. Expression of the mutant tRNA
led to the accumulation of unspliced tRNA"yr (A. Schneider, K. P. McNally, and N. Agabian, J. Biol. Chem.
268:21868-21874, 1993). Cell fractionation revealed that a significant portion of the unspliced mutant tRNATyr
was recovered in the mitochondrial fraction and was resistant to micrococcal nuclease treatment in the intact
organelle. Expression of the nuclear integrated, mutated tRNA gene and recovery of its gene product in the
mitochondrial fraction directly demonstrated import. In vitro experiments showed that the unspliced mutant
tRNA'T, in contrast to the spliced wild-type form, was no longer a substrate for the cognate aminoacyl
synthetase. The presence of uncharged tRNA in the mitochondria demonstrated that aminoacylation was not
coupled to import.

The transport of nuclear encoded RNAs into mitochondria
has been implicated in a variety of higher plants and protozoa
(5, 16). These RNAs are tRNAs and can represent either a
small subset (higher plants) (13) or the whole set (trypano-
somes and Leishmania spp.) (8, 19) of mitochondrial tRNAs.
tRNA import has also been postulated for Saccharomyces
cerevisiae, even though the yeast organellar genome encodes
all tRNAs necessary for protein synthesis. For the latter,
hybridization data suggest that a single nuclear encoded tRNA,
tRNALYS, is imported into the mitochondria. The function of
the imported tRNALYS, however, is unclear, as this tRNA
cannot be aminoacylated by the mitochondrial charging en-
zyme (14, 23). The evidence for mitochondrial RNA import is
based almost exclusively on indirect data: the hybridization of
mitochondrial RNAs to nuclear DNA but not to mitochondrial
DNA and the inability to find a complete set of tRNA genes in
the mitochondrial genome. An alternative explanation for
these data is possible: the existence of RNA editing in plant
and trypanosomal mitochondria (20, 25) has made it impossi-
ble to rule out the possibility that mitochondrial tRNAs are
created by extensive modification of transcripts from cryptic
mitochondrial genes. This is not just a formal possibility, since
the editing of mitochondrial tRNAs was recently shown for
Acanthamoeba castellanii (11). There is only one species,
potato, in which RNA import was confirmed by more direct
genetic methods: transgenic potato plants carrying a heterolo-
gous tRNAIeU gene from bean nuclear DNA were shown to
contain RNA transcribed from the introduced gene in both the
cytosolic fraction and the mitochondrial fraction (21).
The tRNA may or may not be complexed with proteins

during import. In the first case, it may use its own import
system, whereas in the second case, it may be imported
through the protein import channel. Recently, in vitro import
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into yeast mitochondria of an oligonucleotide chemically cross-
linked to an artificial precursor protein was reported (24). This
result shows that in principle, the protein import machinery is
able to transport nucleic acids. In Phaseolus vulgaris and
Tetrahymena thermophila, identical aminoacyl synthetases ap-
pear to be responsible for charging both the nuclear encoded
imported tRNAs and their cytosolic counterparts, suggesting
that these synthetases may act as cotransporters (7, 22).

Trypanosoma brucei provides an excellent system with which
to study mitochondrial RNA import, since evidence suggests
that not just a few but all of the tRNAs are imported (8) and
since genetic techniques can easily be applied (1, 6). We
developed an in vivo system for assaying mitochondrial RNA
transport and used it to validate the hypothesis that tRNAs
encoded in the nucleus are imported into mitochondria and
not created inside mitochondria by RNA editing.

MATERIALS AND METHODS

Strains. The wild-type strain used was the procyclic form of
T. brucei IsTat 1.1. The transformed strain was previously
derived from IsTat 1.1 by stable transformation with plasmid
pHyg-Sup as the transfecting DNA. The transformant contains
four point mutations in the anticodon stem-loop of one of the
two tRNATYr gene alleles (18).

Isolation of mitochondria. Mitoplast and cytosolic fractions
were prepared from 6 liters (1 x 107 to 2 x 107 cells per ml)
each of the wild-type cell line or the transformed cell line by
published procedures (10). Cells were lysed under hypotonic
conditions by passage through a hypodermic needle (26 gauge)
and centrifuged at 6,000 x g. An aliquot of the supernatant
was used to prepare cytosolic RNA. The pellet was suspended
in isotonic buffer to 4 x 109 cell equivalents per ml and
digested with DNase I (final concentration, 10 ,ug/ml) and
micrococcal nuclease (final concentration, 50 U/ml). After an
additional centrifugation at 6,000 x g, the pellet was sus-
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pended in isotonic buffer containing 60% Percoll and fraction-
ated on a 20 to 35% Percoll floating gradient.
RNA isolation. RNA was purified by the acid guanidinium

isothiocyanate method as described elsewhere (3).
Northern (RNA) analysis. RNAs were electrophoretically

separated on an 8 M urea-10% polyacrylamide gel, and
Northern analysis was performed as described previously (18).
All radiolabeled probes were hybridized at a high stringency,
corresponding, in all cases, to a 50° C hybridization tempera-
ture. The sequences of the oligonucleotides were as follows:
5'CCCGCATGAlFrJlAGAGTC3' for the probe complemen-
tary to nucleotides 29 to 46 of unspliced mutant tRNATYr and
5'CCTGTGATCTACAGTCAC3' for the probe hybridizing to
nucleotides 28 to 45 of mature wild-type tRNATYr. 5'AG
GAGATAGGACTTGCCCT3' anneals to mitochondrial 9S
rRNA, and 5'GCCATCACTGATCGCCGTAGTAAC3' spe-
cifically binds to cytosolic 5S rRNA.

Micrococcal nuclease treatment. Freshly isolated mitoplasts
(1.5 x 1010 cell equivalents) were suspended in 0.3 ml of 20
mM Tris-HCl (pH 8.0)-2 mM EDTA-250 mM sucrose-50%
(wt/vol) glycerol-l mg of bovine serum albumin per ml (fatty
acid free) and divided into three equal samples. All samples
were adjusted to 3 mM CaCl2. After the addition of Triton
X-100 to the third sample (1% [wt/wt] final concentration) and
15,000 U of micrococcal nuclease to the second and third
samples, each was incubated for 20 min at 230C. The digestion
was terminated by the addition of ethylene glycol-bis(3-amin-
oethyl ether)-N,N,N',N'-tetraacetic acid (EGTA) to a final
concentration of 10 mM. RNA from all samples was purified
by the acid guanidinium isothiocyanate method as described
elsewhere (3), except that 10 p,g of glycogen was added as a
carrier before ethanol precipitation.

Aminoacylation and deamination of tRNAs. Ten micro-
grams of total RNA isolated from the wild-type or the trans-
formed cell line was aminoacylated with 100 U of a crude
mixture of yeast synthetases (Sigma) and 20 ,uCi of [3H]ty-
rosine in 50 mM Tris-HCl (pH 7.65)-10 mM potassium
chloride-5 mM magnesium acetate-2 mM ATP-2 FIM each
amino acid except for tyrosine for 30 min at 37° C. The amino
acid moiety of the aminoacyl-tRNA was deaminated according
to published procedures (8, 19). Deamination is necessary to
stabilize the aminoacyl-tRNA bond and prevent deacylation at
pH 8.0 during gel electrophoresis. The samples were electro-
phoresed on an 8 M urea-10% acrylamide gel and visualized
by fluorography. As a control, to visualize charged and un-
charged tRNAryrs, duplicate samples were aminoacylated with
nonradioactive tyrosine and, after deamination, analyzed on a
Northern blot with a radiolabeled oligonucleotide probe di-
rected against the 3' end of the tRNA (5'GTGGTCCTTCCG
GCCGGAATCGAA3').

RESULTS

Genetic approach. As an experimental approach, to directly
demonstrate mitochondrial RNA import, T. brucei was trans-
fected with a marked copy of its own tRNATYr gene, whose
transcript was previously shown to be present in both the
cytosol and the mitochondrion. tRNATYr was chosen because,
unlike most other tRNAs, it is encoded by a single-copy gene
(15). To discriminate the tRNA transcribed from the trans-
fected gene from the endogenous one, it was necessary to tag
its gene by mutations. Since tRNATYr contains an intron (12,
18), mutations which led to the accumulation of unspliced
precursor tRNA were introduced (18). The modified gene
product could therefore be identified both by its different size

unspl iced
mut tRNA
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FIG. 1. Putative secondary structures of the anticodon loops of the
two major tRNATYr populations detected in the transformed strain; the
anticodons are boxed. tRNATYr transcribed from the transformed
gene, shown on the left (mut tRNA), contains an intron (lowercase
letters) and four mutations, numbered 1 to 4. Numbers 1 (U-to-C
substitution) and 2 (G-to-U substitution) were placed within the intron
sequence, number 3 (G-to-A substitution) was placed at the splice
junction nucleotide on the 5' exon, and number 4 (G-to-C substitution)
is an amber-suppressing transversion at the 5' position of the tRNATYr
anticodon. This mutation abolishes splicing, resulting in the accumu-
lation of unspliced tRNA (18). On the right, the anticodon loop of
spliced wild-type tRNATYr is shown (wt tRNA). Oligonucleotide
probes indicated by the shaded lines (see Materials and Methods)
allowed for the specific detection of unspliced mutant or mature
wild-type tRNATYr when hybridized at a high stringency.

and, because more than one point mutation was introduced, by
specific oligonucleotide hybridization.

Southern blot analyses showed that the transformed mutant
gene was integrated into the nuclear genome and replaced one
tRNATYr allele, leaving the other copy unaltered. No integra-
tion into mitochondrial DNA was observed (data not shown).
Figure 1 shows the two forms of tRNATYr which were ex-
pressed in the transformed cells, one corresponding to 3'-end,
processed, unspliced molecules transcribed from the mutant
tRNATYr allele and the other being spliced tRNATYr originat-
ing from the wild-type allele. No mature form transcribed from
the transformed gene could be detected (18).

Unspliced mutant tRNATYF cofractionates with mitoplasts.
To test whether the mutant gene product is imported into
mitochondria, cytosolic and mitochondrial fractions were pre-
pared from wild-type and transformed cells. The fractionation
procedure involves initial hypotonic lysis of the trypanosomes,
which disrupts the outer membrane of the mitochondria and
converts them into mitoplasts (2, 10). This fact was confirmed
by measuring the activity of inner membrane-localized succi-
nate-cytochrome c reductase. The activity of that enzyme did
not change when assayed in the presence or absence of
detergent, indicating the absence of an intact outer membrane
(data not shown). RNA extracted from cytosolic and mitoplast
fractions was analyzed by Northern hybridizations with specific
oligonucleotide probes. Unspliced mutant tRNA was detected
uniquely in the transformed strain, in which it was found in
both the cytosol and the mitoplasts (Fig. 2A); mature wild-type
tRNA was detected in all fractions in both cell types. The ratios
of tRNATYr in the cytosol versus the mitoplasts were compa-
rable for mature wild-type and unspliced mutant tRNAiYrs
(Fig. 2B). Cross-contamination of the fractions was negligible,
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FIG. 2. Unspliced mutant tRNATYr originating from the trans-
fected gene was found in both the cytosol and the mitoplasts. (A)
Quadruplicate Northern blots containing 0.8 ,ug of cytosolic RNA
(CYT) and 4 pg of RNA extracted from mitoplasts (MIT) from either
wild-type (WT) or transformed (TRANS) cells were hybridized with
oligonucleotide probes (see Materials and Methods) that discriminate
between unspliced mutant tRNATyr (mut tRNA) and spliced wild-type
tRNATYr (wt tRNA); 9S rRNA (MIT rRNA) and 5S rRNA (CYT
rRNA) were used as mitochondrial and cytosolic markers, respectively.
Molecular size markers (in base pairs) (pBR322, MspI digest) are
indicated on the right. (B) The signals detected in the transformed
strain were quantitated by densitometric scanning. The total additive
signal obtained from the cytosol (0.8 ,ug) (O) and the mitoplasts (4 ,ug)
(E) was set at 100% for each probe. N.D., not detected.

as assessed by hybridization with probes specific for mitochon-
drial 9S rRNA and cytosolic 5S rRNA. These experiments
demonstrate that a significant amount of unspliced mutant
tRNATyr, like its mature wild-type counterpart, fractionates
with mitochondria.

Unspliced mutant tRNATY' is localized in the mitochondrial
matrix. If unspliced mutant tRNATYr is indeed transported
across mitochondrial membranes, it should resist enzymatic
hydrolysis in intact mitoplasts. Approximately 60% of both
mutant and wild-type tRNATYrS from the mitoplast fraction
was found to be resistant to micrococcal nuclease treatment,
unless the mitochondrial inner membrane was disrupted with
1% Triton X-100 (Fig. 3). Since a similar percentage of the
mitochondrial 9S rRNA was also resistant, we presume that
the 40% signal reduction was due to mitoplast leakage during
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FIG. 3. Unspliced mutant tRNATYr found in the mitoplast fraction
was localized inside mitoplasts. (A) Mitoplasts originating from trans-
formed cells (TRANS) either were left untreated or were incubated
with micrococcal nuclease (Nucl) in the presence or absence of 1%
Triton X-100 (Triton), and their respective RNAs were separated on
an 8 M urea-10% polyacrylamide gel. Duplicate NortliErh blots of the
RNAs were probed for unspliced mutant tRNATyr (miiut tRNA) and
mature wild-type tRNATyr (wt tRNA). Blots were subsequently re-
probed for 9S rRNA (MIT rRNA) as a mitochondrial marker or 5S
rRNA (CYT rRNA) as a cytosolic marker with specific oligonucleotide
probes (see Materials and Methods). Molecular size markers (in base
pairs) (pBR322, MspI digest) are indicated on the right. (B) The
autoradiographs were quantitated by densitometric scanning. Results
were normalized with untreated samples set at 100%. Hatched bars
represent micrococcal nuclease-treated samples (no Triton X-100). No
signals were detected in samples incubated with micrococcal nuclease
in the presence of 1% Triton X-100 (N.D., not detected), except for 5S
rRNA (CYT rRNA), for which 2% of the input RNA was nuclease and
Triton X-100 resistant (black bar).

the incubation. Figure 3A, bottom panel, shows that the small
amount of cytosolic 5S rRNA which contaminated mitochon-
dria was reduced by 90%. Since mitochondria fragment and
reseal during the hypotonic isolation procedure (2, 10), the
remaining 5S rRNA found in nuclease-treated mitoplasts may
have reflected molecules which became trapped during or-
ganellar fractionation. Microscopic examination revealed no
evidence for contaminating nuclei in the organellar fraction. In
addition, the pores present in the nuclear membrane allow free
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FIG. 4. High-molecular-weight RNAs derived from both unspliced
mutant and spliced wild-type tRNATyrs were detected in mitoplasts of
the transformed strain. Duplicate Northern blots were prepared
containing 0.8 ,ug of cytosolic RNA (CYT) and 4 ,ug of mitoplast RNA
(MIT) from the transformant (TRANS). These blots were probed with
either the oligonucleotide specific for unspliced mutant tRNATYr (mut
tRNA) or the oligonucleotide specific for mature wild-type tRNA>r
(wt tRNA). To reveal minor tRNATyr species, the blot was exposed 10
times longer than those in Fig. 2 and 3. Double arrows on the left
indicate precursor bands derived from unspliced mutant or mature
wild-type tRNA'r, which differed by the length of the intron. High-
molecular-weight bands specific for unspliced mutant tRNA are
indicated by the vertical line. Molecular size markers (in base pairs)
(pBR322, MspI digest) are indicated on the right.

diffusion of low-molecular-weight proteins, like micrococcal
nuclease, so nuclear RNAs would be digested. This suggestion
was confirmed by Northern analysis, in which no U6 small
nuclear RNA, a nuclear marker, could be detected in the
mitoplast fraction (data not shown). It is therefore concluded
that nuclease-resistant unspliced mutant tRNATYr is localized
inside the inner membrane in the matrix of the mitoplasts and
consequently represents imported molecules.

Mitoplasts contain high-molecular-weight forms of
tRNAIYr. Extended exposures of Northern blots containing
cytosolic and mitochondrial RNAs and probed with oligo-
nucleotides specific for either spliced wild-type or unspliced
mutant tRNATYr revealed high-molecular-weight forms of
tRNATYr which were restricted to the mitoplast fraction (Fig.
4). The existence of mitoplast-specific high-molecular-weight
forms of tRNATYr in transformed cells, which contained the
mutations introduced in vitro, supports the conclusion that the
molecules found in mitoplasts are imported into the organelle
and do not represent cytosolic contaminants. A set of bands
detected with a probe specific for unspliced mutant tRNATYr
exhibited a similar pattern but with a slightly decreased
mobility when compared with the wild-type forms of tRNATyr
(Fig. 4, double arrows); this shift was most likely due to the
presence of the intron. The set of bands showing the lowest
electrophoretic mobility ran aberrantly, depending on the

-- unspliced
-- mature

FIG. 5. Unspliced mutant tRNATYr cannot be charged with ty-
rosine. Total RNA isolated from the wild-type (WT) or the trans-
formed (TRANS) cell line were charged with a crude mixture of yeast
aminoacyl tRNA synthetases and [3H]tyrosine and analyzed by flu-
orography (A, 3H-Tyr). To visualize both charged and uncharged
tRNATyrs, duplicate samples of total RNA were charged under
identical conditions with nonradioactive tyrosine and analyzed on

Northern blots (B, Northern) with an oligonucleotide probe comple-
mentary to the 3' end of the molecule (see Materials and Methods).
Both sets of samples were separated on the same 8 M urea-10%
acrylamide gel. Molecular size markers (pBR322, MspI digest) are

indicated on the left; bands correspond to fragments of 160, 147, 123,
110, 90, 76, and 67 bp.

acrylamide concentration in the gel (data not shown); their
molecular weights may therefore not be reflected by their
mobilities. In addition, bands which were specific for mutant
tRNATYr were detected. The structures of these high-molecu-
lar-weight forms of tRNA"9r are not known; preliminary
primer extension analyses suggest that they contain 5' exten-
sions of the tRNA (data not shown).

Unspliced mutant tRNATY' cannot be charged with tyrosine.
The cotransport model postulates that tRNAs are imported as
complexes with proteins. Possible candidates for such cotrans-
porters are the cognate synthetases. It has therefore been
suggested that aminoacylation of tRNA may be coupled to its
import (22). The import of unspliced mutant tRNA'r in the
transformed cell line has clearly been established; it was
therefore of interest to find out whether the mutant tRNA
could still be charged. To do so, total RNA was isolated from
either the wild-type cell line or the transformed cell line and
charged in vitro with tritiated tyrosine and commercially
available yeast aminoacyl synthetases. Mature wild-type
tRNATYr present in both the wild-type and the transformed
cells could easily be charged. Unspliced mutant tRNATYr
however, could not be aminoacylated under identical condi-
tions (Fig. 5A). The presence of unspliced molecules in the
transformed strain was confirmed by Northern analyses of
duplicate samples charged under identical conditions with
nonradioactive tyrosine (Fig. 5B). Unspliced mutant tRNATyr
is therefore not a substrate for aminoacyl synthetase, most
likely as a result of the presence of the intron, which changes
the anticodon loop structure. Alternatively, the introduction of
the four base-pair changes may interfere with recognition of
the tRNA by the charging enzyme. The experiment was
performed with heterologous yeast synthetases, but since
tRNATyrs from S. cerevisiae and trypanosomes are highly
homologous, it is unlikely that this fact accounts for the results.
The presence in mitochondria of a tRNA which cannot be
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charged supports the hypothesis that in trypanosomes, amino-
acylation is not required for import.

DISCUSSION

Evidence for tRNA import into mitochondria is quite wide-
spread; it has been postulated for a number of plants, some
protozoa, and even S. cerevisiae (5, 14, 16). However, nothing
is known about the signals and the mechanism of this process
because almost all evidence for mitochondrial RNA import is
based on indirect data. In only one system, Solanum tubero-
sum, has import directly been proven by genetic transforma-
tion with a heterologous tRNA gene (21). The production of
transgenic plants is tedious and time-consuming; therefore, a
system which is easier to manipulate would be of great
advantage for the study of mitochondrial RNA import. The
protozoan T. brucei provides such a system; it can easily be
genetically manipulated, and stable, transient, and plasmid-
based transformations are possible (1, 6, 17). Trypanosomes
have the additional advantage that the entire set of mitochon-
drial tRNAs is postulated to be imported.
We have established an in vivo system for studying mito-

chondrial RNA import in T. brucei: introduction of a mu-
tagenized tRNATYr gene into the trypanosomal nuclear ge-
nome by homologous recombination and recovery of the
predicted mutant gene product inside mitoplasts directly prove
the import of tRNA into the mitochondrion and exclude the
alternative explanation that this tRNA is created by extensive
modification of a transcript from a cryptic mitochondrial gene.
Unspliced mutant and spliced wild-type tRNATYrs behave
similarly in terms of localization, nuclease sensitivity in isolated
mitoplasts, and the presence of mitoplast-specific high-molec-
ular-weight forms, indicating that both mutant and wild-type
forms are imported. The data also show that both mitochon-
drial and cytosolic tRNATYrS in T. brucei are encoded by the
same nuclear gene. Whereas the present data demonstrate that
tRNATYr is imported into mitochondria, the possibility cannot
be excluded that other mitochondrial tRNAs are created by
RNA editing.
The fact that an intron-containing tRNA is imported is

unexpected, since splicing is a nuclear process (4). It appears
that mutant tRNATYr does not interact with the splicing
machinery and therefore is able to escape from the nucleus to
the cytoplasm. Once in the cytoplasm, it is imported into the
mitochondrion with an efficiency comparable to that of spliced
wild-type tRNATYr. This fact indicates that the import system
tolerates significant deviations from the classic tRNA struc-
ture, at least within the anticodon loop.

High-molecular-weight forms of both spliced wild-type and
unspliced mutant tRNATYrS were detected exclusively in the
mitochondrial fraction. This finding is consistent with the
results reported by Hancock et al. (9) describing a population
of long tRNA molecules in T. brucei mitochondria that were
converted to mature forms by treatment with E. coli RNase P.
The structure and sequence of the high-molecular-weight
forms of tRNATYr are not known. Primer extension analyses
have indicated that these forms are in part due to 5' extensions.
The speculation has been that these high-molecular-weight
molecules represent precursor forms of tRNATYr and that the
5' extensions may target them to mitochondria. The in vivo
import system offers an excellent tool for testing this hypoth-
esis.

In vitro experiments show that unspliced mutant tRNATYr
cannot be charged with tyrosine by use of yeast synthetases.
The substrate used in our in vivo import system therefore
represents an uncharged tRNA, assuming that the unspliced

tRNATYr is not being charged in vivo in the homologous
system. In contrast, for S. tuberosum, direct evidence for the
import of a heterologous tRNA has been presented. That
tRNA, however, could still be charged in vitro (21). It there-
fore appears that in trypanosomes, the charging of tRNA is not
coupled to mitochondrial import.
The in vivo import system is easy to manipulate and should

allow us to identify the structural and sequence requirements
for tRNA trafficking between the nucleus and the mitochon-
drion. Genetic transformation of trypanosomal mitochondria
is currently impossible; in vivo import of RNAs may therefore
provide an alternative tool for manipulating mitochondrial
gene expression, for example, by use of antisense RNAs. Such
an approach would require the insertion of defined foreign
sequences into the imported tRNAs. The experiments pre-
sented in this study show that in principle this approach is
feasible, since the import of a mutated intron sequence of 11
nucleotides, which is not found in the mitochondria of wild-
type cells, has been achieved.

ACKNOWLEDGMENTS

We thank the members of our laboratory for helpful suggestions.
A.S. was supported in part by Swiss National Foundation for

Scientific Research grant 823A-030686. N.A. is a Burroughs Wellcome
Scholar of Molecular Parasitology. This research was supported by
National Institutes of Health grant AI21975 to N.A. and by the John
D. and Catherine T. MacArthur Foundation.

REFERENCES
1. Asbroek, A. L. M. A. T., M. Ouellette, and P. Borst. 1990. Targeted

insertion of the neomycin phosphotransferase gene into the tubu-
lin gene cluster of Trypanosoma brucei. Nature (London) 348:174-
175.

2. Braly, P., L. Simpson, and F. Kretzer. 1974. Isolation of kineto-
plast-mitochondrial complexes from Leishmania tarentolae. J. Pro-
tozool. 21:782-790.

3. Chomczyinski, P., and N. Sacchi. 1987. Single-step method of
RNA isolation by acid guanidinium thiocyanate-phenol-chloro-
form extraction. Anal. Biochem. 162:156-159.

4. Clark, M. W., and J. Abelson. 1987. The subcellular localization of
tRNA ligase in yeast. J. Cell Biol. 105:1515-1526.

5. Dietrich, A., J. H. Weil, and L. Marechal-Drouard. 1992. Nuclear-
encoded transfer RNAs in plant mitochondria. Annu. Rev. Cell
Biol. 8:115-131.

6. Eid, J. E., and B. Sollner-Webb. 1991. Homologous recombination
in the tandem calmodulin genes of Trypanosoma brucei yields
multiple products: compensation for deleterious deletions by gene
amplification. Genes Dev. 5:2024-2032.

7. Guillemaut, P., A. Steinmetz, G. Burkhard, and J. H. Weil. 1975.
Aminoacylation of a leucyl tRNA species from Escherichia coli
and from the cytoplasm, chloroplasts and mitochondria of Phaseo-
lus vulgaris by homologous and heterologous enzymes. Biochim.
Biophys. Acta 378:64-72.

8. Hancock, K., and S. L. Hajduk. 1990. The mitochondrial tRNAs of
Trypanosoma brucei are nuclear encoded. J. Biol. Chem. 265:
19208-19215.

9. Hancock, K., A. J. LeBlanc, D. Donze, and S. L. Hajduk. 1992.
Identification of nuclear encoded precursor tRNAs within the
mitochondrion of Trypanosoma brucei. J. Biol. Chem. 267:23963-
23971.

10. Harris, M. E., D. R. Moore, and S. L. Hajduk. 1990. Addition of
uridines to edited RNAs in trypanosome mitochondria occurs
independently of transcription. J. Biol. Chem. 265:11368-11376.

11. Lornegan, K. M., and M. W. Gray. 1993. Editing of transfer RNAs
in Acanthamoeba castellanii mitochondria. Science 259:812-816.

12. Lye, L.-F., D.-H. T. Chen, and Y. Suyama. 1993. Selective import
of nuclear-encoded tRNAs into mitochondria of the protozoan
Leishmania tarentolae. Mol. Biochem. Parasitol. 58:233-246.

13. Marechal-Drouard, L., J.-H. Weil, and P. Guillemaut. 1988.
Import of several tRNAs from the cytoplasm in bean Phaseolus

VOL. 14, 1994

 at UNIVERSITAET BERN on O
ctober 31, 2008 

m
cb.asm

.org
Downloaded from

 

http://mcb.asm.org


MOL. CELL. BIOL.

vulgaris. Nucleic Acids Res. 16:4777-4787.
14. Martin, R. P., J.-M. Schneller, A. J. C. Stahl, and G. Dirheimer.

1979. Import of nuclear deoxyribonucleic acid coded lysine-
accepting transfer ribonucleic acid (anticodon C-U-U) into yeast
mitochondria. Biochemistry 18:4600-4605.

15. Mottram, J. C., S. D. Bell, R. G. Nelson, and J. D. Barry. 1991.
tRNAs of Trypanosoma brucei (unusual gene organization and
mitochondrial importation). J. Biol. Chem. 266:18313-18317.

16. Nagley, P. 1989. Trafficking in small mitochondrial RNA mole-
cules. Trends Genet. 5:67-69.

17. Patnaik, P. K., S. K. Kulkarni, and G. A. M. Cross. 1993.
Autonomously replicating single-copy episomes in Trypanosoma
brucei show unusual stability. EMBO J. 12:2529-2538.

18. Schneider, A., K. P. McNally, and N. Agabian. 1993. Splicing and
3'-processing of tyrosine tRNA in Trypanosoma brucei. J. Biol.
Chem. 268:21868-21874.

19. Simpson, A. M., Y. Suyama, H. Dewes, D. A. Campbell, and L.
Simpson. 1989. Kinetoplastid mitochondria contain functional
tRNAs which are encoded in nuclear DNA and also contain small

minicircle and maxicircle transcripts of unknown function. Nucleic
Acids Res. 17:5427-5445.

20. Simpson, L. 1990. RNA-editing-a novel genetic phenomenon?
Science 250:512-513.

21. Small, I., et al. 1992. In vivo import of a normal or mutagenized
heterologous transfer RNA into the mitochondria of transgenic
plants: towards novel ways of influencing mitochondrial gene
expression? EMBO J. 11:1291-1296.

22. Suyama, Y., and J. Hamada. 1978. The mitochondrial and cyto-
plasmic valyl tRNA synthetases in Tetrahymena are indistinguish-
able. Arch. Biochem. Biophys. 191:437-443.

23. Tarassov, I. A., and N. S. Entelis. 1992. Mitochondrially-imported
cytoplasmic Lys-tRNA (CUU) of Saccharomyces cerevisiae: in vivo
and in vitro targetting systems. Nucleic Acids Res. 20:1277-1281.

24. Vestweber, D., and G. Schatz. 1989. DNA-protein conjugates can
enter mitochondria via the import pathway. Nature (London)
338:170-172.

25. Walbot, V. 1991. RNA editing fixes problems in plant mitochon-
drial transcripts. Trends Genet. 7:37-39.

2322 SCHNEIDER ET AL.

 at UNIVERSITAET BERN on O
ctober 31, 2008 

m
cb.asm

.org
Downloaded from

 

http://mcb.asm.org

